Cf^^rrors Corroclod by Iho STIC Sy^||m3 Branch VtAJ^ 



Serial Nunnber: 09/ o^yj 90Z 

I ) Changed a filc/lrom non-ASCI! to ASCII Voriflodby: * — (STIC sta 

I j Changed the margins in cases where the sequence iext was "V^rapped' down to the next line. 

[ I Edited a formal enor in the Current Application Data section. specrficaJIy: E N T E R E 0 

( I Edited the Current Application Data seclion wHh the acluaJ cunrent number. The number inputted by the 
applicant was Q Ihe prior application data; or Q other . 

( I Added the mandatory hoadtng and subheadings for 'Curj^r^X Application Data'. 

I j Edited the "Number of Sequences' fiold The applicant spoiled out a number instead of using an intogor. 

[ ] Changed the spelling ol a mandatory field (the headings or subheadings), specifically; 



[ I Corrected tho SEQ ID NO when obviously incorrect. The sequence numbers that were edited v/ere; 

j I inserted or corroded a nucleic number at tho end of a nucleic lino. SEQ ID NO's edited: 

[ ] Corrected subheading placement. All responses must bo on tho same line as each subheading. If tho 

applicant placed a response below Iho subheading, this was moved to its appropriate place. 

[ I \r^sQ^Q<^ colons a/ler headings/subheadings. Headings edited \r\c\u(^Q&. 

j I Deleted extra, invalid, headings used by an applicant, specrficaJIy: 



I Deleted: [Zfnon-ASCII "garbage* at tho beginninj^nd of filospD secretary inrtials/filenamo at end of file: 
O page numbers throughout text; □ other inval]3Toxi. such as . 

I ) Inserted mandatory headings, specifically: \ ^ 



I I Corrected an obvious error in the response, specilically: 



[ I Ediiod identifiers where upper case is used but lower case is required, or vice versa. 

I I Corrected an error in tho Number ol Sequences field, specifically: 

[ I A "Hard Pago Break' code was inserted by the applicant. All occurrences had to bo deloted. 

( I Deleted ending stop codon in amino acid sequences and adjusted Ihe '(A)Length;" field accordingly (error 
duo to a Patenlln bug). Sequences con-ected: — 

( I Other: 



•Examiner: The above corrections must be communicated to the applicant in the first Office 
Actfon. DO NOT send a copy of this form. ' ^^'^^ 



i 
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RAW SEQUENCE LISTING DATE: 07/17/2001 

PATENT APPLICATION: US/09/857,902 TIME: 17:04:40 

Input Set : A:\Cpg.pto 

Output Set: N:\CRF3\07172001\I857902.raw 

5 <110> APPLICANT: Sedlacek, et al. 

7 <120> TITLE OF INVENTION: Spermatogenesis Protein 

9 <130> FILE REFERENCE: 4121-125 
C~> 11 <140> CURRENT APPLICATION NUMBER: US/09/857,902 
C~> 12 <141> CURRENT FILING DATE: 2001-06-08 

14 <150> PRIOR APPLICATION NUMBER: DE 198 56 882.7 

15 <151> PRIOR FILING DATE: 1998-12-10 
17 <160> NUMBER OF SEQ ID NOS : 7 
19 <170> SOFTWARE: Patentin Ver. 2.1, 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 1618 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Human 

28 <220> FEATURE: 

29 <221> NAME/KEY: CDS 

30 <222> LOCATION: ( 113) ..( 1087 ) 
33 <400> SEQUENCE: 1 

36 agagcccggg gcgagtgggc ctctgctcgt gggtggttct 
38 tgtctccgct cgacagggtg cttgggcaga gcccatcggg 
39 
40 

42 gcg cag tac aag ggc acc atg cgc gag gca ggc 
4 3 Ala Gin Tyr Lys Gly Thr Met Arg Glu Ala Gly 
44 5 10 

4 6 etc aag aag cgc gaa agg cag egg gag cag atg 

47 Leu Lys Lys Arg Glu Arg Gin Arg Glu Gin Met 

48 20 25 

50 cgc ate gcc gag gag acc ate etc aag teg cag 

51 Arg He Ala Glu Glu Thr He Leu Lys Ser Gin 

52 35 40 

54 teg gcg cat tac gac gee gtg gag gee gag ctg 

55 Ser Ala His Tyr Asp Ala Val Glu Ala Glu Leu 

56 50 55 60 

58 ggc ctg gtg acc ctg aac gac atg aag gcc egg 

59 Gly Leu Val Thr Leu Asn Asp Met Lys Ala Arg 

60 70 75 

62 agg gag cgc gag egg cag ctg gcc aag cgc cag 

63 Arg Glu Arg Glu Arg Gin Leu Ala Lys Arg Gin 

64 85 90 
68. egg ctg cag cag gag egg cag egg gag cag gag 

69 Arg Leu Gin Gin Glu Arg Gin Arg Glu Gin Glu 

70 100 105 

72 aag cgt aag ate tec tgc ctg tec ttt gca eta 

73 Lys Arg Lys He Ser Cys Leu Ser Phe Ala Leu 

74 115 120 

76 cag gee gac gcg gcc gag gcc agg cgc gee gga 

77 Gin Ala Asp Ala Ala Glu Ala Arg Arg Ala Gly 



cgtggaggte agctcccgcg 60 
taggcgeggg ce *atg 115 
Met 
1 

cgt gcc atg cac etc 163 
Arg Ala Met His Leu 
15 

gag gtg ctg aag cag 211 
Glu Val Leu Lys Gin 
30 

gtg gac aag agg ttc 259 
Val Asp Lys Arg Phe 
45 

aag tec age aeg gtg 307 
Lys Ser Ser Thr Val 
65 

cag gag gee ctg gte 355 
Gin Glu Ala Leu Val 
80 

cac ctg gag gag cag 403 
His Leu Glu Glu Gin 
95 

cag egg cgc gag cgc 4 51 

Gin Arg Arg Glu Arg 
110 

gac gac etc gat gac 4 99 

Asp Asp Leu Asp Asp 
125 

aac ctg ggc aag aac 547 
Asn Leu Gly Lys Asn 
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78 


130 










135 










140 










145 




80 


ccc 


gac 


gtg 


gac 


acc 


age 


ttc 


ctg 


cca 


gac 


cgc 


gac 


cgc 


gag 


gag 


gag 


c o c 


81 


Pro 


Asp 


Val 


Asp 


Thr 


Ser 


Phe 


Leu 


Pro 


Asp 


Arg 


Asp 


Arg 


Glu 


Glu 


Glu 




82 










150 










155 










160 






84 


gag 


aac 


egg 


etc 


cga 


gag 


gag 


ctg 


cgc 


caa 


gag 


tgg 


gag 


gcg 


cag 


cgc 


d4 o 


85 


Glu 


Asn 


Arg 


Leu 


Arg 


Glu 


Glu 


Leu 


Arg 


Gin 


Glu 


Trp 


Glu 


Ala 


Gin Arg 




86 








165 










170 










175 








88 


gag 


aaa 


gtg 


aag 


gac 


gag 


gag 


atg 


gag 


gtc 


ace 


ttc 


age 


tac 


tgg 


gac 


691 


89 


Glu 


Lys 


Val 


Lys 


Asp 


Glu 


Glu 


Met 


Glu 


Val 


Thr 


Phe 


Ser 


Tyr 


Trp Asp 




90 






180 










185 










190 










92 


ggc 


teg 


ggc 


cac 


egg 


cgc 


aeg 


gtg 


egg 


gtg 


cgc 


aag 


ggc 


aac 


aeg 


gtg 


739 


93 


Gly 


Ser 


Gly 


His 


Arg 


Arg 


Thr 


Val 


Arg 


Val 


Arg 


Lys 


Gly 


Asn 


Thr 


Val 




94 




195 










200 










205 












96 


cag 


cag 


ttc 


ctg 


aag 


aag 


gcg 


ctg 


cag 


ggg 


ctg 


cgc 


aag 


gac 


ttc 


ctg 


787 


97 


Gin 


Gin 


Phe 


Leu 


Lys 


Lys 


Ala 


Leu 


Gin 


Gly 


Leu 


Arg 


Lys 


Asp 


Phe 


Leu 




98 


210 










215 










220 










225 





100 


gag 


ctg 


cgc 


tee 


gee 


ggc 


gtg 


gag 


cag 


etc 


atg 


ttc 


ate 


aag 


gag 


gac 


101 


Glu 


Leu 


Arg 


Ser 


Ala 


Gly 


Val 


Glu 


Gin 


Leu 


Met 


Phe 


He 


Lys 


Glu 


Asp 


102 










230 










235 










240 




104 


etc 


ate 


ctg 


ccg 


cac 


tac 


cac 


ace 


ttc 


tac 


gac 


ttc 


ate 


ate 


gee 


agg 


105 


Leu 


He 


Leu 


Pro 


His 


Tyr 


His 


Thr 


Phe 


Tyr 


Asp 


Phe 


He 


He 


Ala 


Arg 



106 



255 



245 250 

108 gcg agg ggc aag age ggg ccg etc ttc age ttc gat gtg cac gat gac 

109 Ala Arg Gly Lys Ser Gly Pro Leu Phe Ser Phe Asp Val His Asp Asp 

110 260 265 270 

112 gtg cgc ctg etc age gac gee ace atg gag aag gac gag teg cac gcg 

113 Val Arg Leu Leu Ser Asp Ala Thr Met Glu Lys Asp Glu Ser His Ala 

114 275 280 285 

116 ggc aag gtg gtg ctg cgc age tgg tac gag aag aac aag cac ate ttc 

117 Gly Lys Val Val Leu Arg Ser Trp Tyr Glu Lys Asri Lys His He Phe 

118 290 295 300 305 

120 ccc gee age cgc tgg gag gee tat gac ccc gag aag aag tgg gac aag 

121 Pro Ala Ser Arg Trp Glu Ala Tyr Asp Pro Glu Lys Lys Trp Asp Lys 

122 310 315 320 

124 tac acc ate cge^ taaeaccege ctgceagage ggaaaeeggg ggtgggggga 

125 Tyr Thr He Arg 

126 325 

128 gaeaetcatt tetaggeecc ateaccagte aettgattte gtgaecttga tttetteccc 
130 caaatttaat aaagacagag ggttetcatg atteacattg gttgtgctat tgetgatgtt 
132 atgctttggt tgcttggttg gtcttttctg agtattttag tgttgccaee tggatttget 
134 geattgctet getgagetgt attgaaacea tgactgggcc cactgteaga cagaaattag 
136 aataggaggc acatttttta cctggtggtt atgagcatgg acttgggggc cacagtgact 
138 gagtttgatt cecgacacag ectcetectt getgtgtagt tttgggtaag cttattaaac 
140 ccccatgect cagtttggtc aectgtaaaa ggaaataaca agagcactta etttataaga 
142 ttgatgtgag tattaagtga attaatattt gtaaaacget tagetcttaa taaatgtttc 
144 tgttgttatt a 

148 <210> SEQ ID NO: 2 

149 <211> LENGTH: 325 

150 <212> TYPE: PRT 



835 



883 



931 



979 



1027 



1075 



1127 



1187 
1247 
1307 
1367 
1427 
1487 
1547 
1607 
1618 
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151 


<213> ORGANISM: 


Human 






















153 


<400> SEQUENCE: 


z 
























156 


Met 


Ala 


Gin 


Tyr 


Lys 


biy 


Thr 


Met 


Arg 


Glu 


Ala 


Gly 


Arg 


Ala 


Met 


His 


157 


1 








c 
0 










10 










Id 




159 


Leu 


Leu 


Lys 


Lys 


Arg 


blU 


Arg 


Gin 


Arg 


Glu 


Gin 


Met 


Glu 


Val 


Leu 


Lys 


160 


















25 










O A 

30 






162 


Gin 


Arg 


lie 


Ala 


Pill 

blU 


blU 


Thr 


He 


Leu 


Lys 


Ser 


Gin 


Val 


Asp 


Lys 


Arg 


163 






35 










A A 

4U 










4 D 








165 


Phe 


Ser 


Ala 


His 


Tyr 


Asp 


Ala 


Val 


Glu 


Ala 


Glu 


Leu 


Lys 


Ser 


Ser 


Thr 


166 




50 










55 










/" A 

60 










168 


Val 


Gly 


Leu 


Val 


Thr 


Leu 


Asn 


Asp 


Met 


Lys 


Ala 


Arg 


Gin 


Glu 


Ala 


Leu 


169 


65 










70 










75 










80 


171 


Val 


Arg 


Glu 


Arg 


Glu 


Arg 


Gin 


Leu 


Ala 


Lys 


Arg 


Gin 


His 


Leu 


Glu 


Glu 


172 










85 










90 










95 




174 


Gin 


Arg 


Leu 


Gin 


Gin 


Glu 


Arg 


Gin 


Arg 


Glu 


Gin 


Glu 


Gin 


Arg 


Arg 


Glu 


175 








100 










105 










110 






177 


Arg 


Lys 


Arg 


Lys 


lie 


Ser 


Cys 


Leu 


Ser 


Phe 


Ala 


Leu 


Asp 


Asp 


Leu Asp 


178 






115 










120 










IOC 








180 


Asp 


Gin 


Ala 


Asp 


Ala 


Ala 


Glu 


Ala 


Arg 


Arg 


Ala 


Gly 


Asn 


Leu 


Gly 


Lys 


181 




130 










135 










140 










183 


Asn 


Pro 


Asp 


Val 


Asp 


Thr 


Ser 


Phe 


Leu 


Pro 


Asp 


Arg 


Asp 


Arg 


Glu 


Glu 


184 


145 










150 










155 










160 


186 


Glu 


Glu 


Asn 


Arg 


Leu 


Arg 


Glu 


Glu 


Leu 


Arg 


Gin 


Glu 


Trp 


Glu 


Ala 


Gin 


187 










165 










170 










175 




189 


Arg 


Glu 


Lys 


Val 


Lys 


Asp 


Glu 


Glu 


Met 


Glu 


Val 


Thr 


Phe 


Ser 


Tyr 


Trp 


190 








180 










185 










1 A A 

190 






192 


Asp 


Gly 


Ser 


Gly 


His 


Arg 


Arg 


Thr 


Val 


Arg 


Val 


Arg 


Lys 


Gly 


Asn 


Thr 


193 






195 










200 










205 








195 


Val 


Gin 


Gin 


Phe 


Leu 


Lys 


Lys 


Ala 


Leu 


Gin 


Gly 


Leu 


Arg 


Lys 


Asp 


Phe 


196 




210 










215 










220 










198 


Leu 


Glu 


Leu 


Arg 


Ser 


Ala 


Gly 


Val 


Glu 


Gin 


Leu 


Met 


Phe 


He 


Lys 


Glu 


199 


225 










230 










235 










240 


201 


Asp 


Leu 


lie 


Leu 


Pro 


rllS 


Tyr 


His 


Thr 


Phe 


Tyr 


Asp 


Phe 


He 


He 


Ala 


202 










245 










OCA 










255 




204 


Arg 


Ala 


Arg 


Gly 


Lys 


Ser 


Gly 


Pro 


Leu 


Phe 


Ser 


Phe 


Asp 


Val 


His 


Asp 


205 








260 










265 










OTA 

270 






207 


Asp 


Val 


Arg 


Leu 


Leu 


Ser 


Asp 


Ala 


Thr 


Met 


Glu 


Lys 


Asp 


Glu 


Ser 


His 


208 






275 










280 










285 








210 


Ala 


Gly 


Lys 


Val 


Val 


Leu 


Arg 


Ser 


Trp 


Tyr 


Glu 


Lys 


Asn 


Lys 


His 


He 


211 




290 










295 










"5 A A 

300 










213 


Phe 


Pro 


Ala 


Ser 


Arg 


Trp 


Glu 


Ala 


Tyr 


Asp 


Pro 


Glu 


Lys 


Lys 


Trp Asp 


214 


305 










310 










315 










320 


216 


Lys 


Tyr 


Thr 


He 


Arg 
























217 










325 
























220 


<210> SEQ ID NO; 


: 3 
























221 


<211> LENGTH: 2875 
























222 


<212> TYPE: 


DNA 


























223 


<213> ORGANISM: 


Human 






















225 


<400> SEQUENCE: 


3 
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228 gaaacggtca 
230 gcatgttaga 
232 tagagcttag 
234 ttttgtcacg 
236 ccataagaaa 
238 gtagcatcag 
240 ggtggccaca 
242 agaaggctca 
24 4 ggagccccgg 
24 6 cgctggcccg 
248 cgcctccccg 
250 agcctggcac 
252 gtgtccacgg 
254 tggaggtcag 
256 cagtagccca 
258 agccacccgt 
260 aaattggtgc 
262 tgaacgcttc 
264 cgttgcgtgg 
266 taggcgcggg 
268 ctcctcaaga 
270 gaggagacca 
272 gaggccgagc 
274 caggaggccc 
27 6 cagcggctgc 
278 atctcctgcc 
280 aggcgcgccg 
282 gaccgcgagg 
284 cgcgagaaag 
286 caccggcgca 
288 ctgcaggggc 
290 ttcatcaagg 
292 agggcgaggg 
294 ctcagcgacg 
296 tggtacgaga 
298 aagaagtggg 
300 ggggggagac 
302 cttcccccaa 
304 tgatgttatg 
306 atttgctgca 
308 aaattagaat 
310 agtgactgag 
312 attaaacccc 
314 tataagattg 
316 atgtttctgt 
318 gttcagaact 
320 tgccagcagg 
322 gggttgttta 
326 <210> SEQ I 



cgaaacatga 
ggctcacagt 
aacccggggg 
aaactggggg 
gaattacagg 
aggcgggagg 
gcagcttgcg 
gcacgcacgc 
ccagccacgg 
ccccacagga 
ccagggggcg 
tctcctcagg 
ctgtcgcgag 
ctcccgcgtg 
accctctctg 
tacgtggggc 
ctggtgacac 
catcactgcc 
gcccccctct 
ccatggcgca 
agcgcgaaag 
tcctcaagtc 
tgaagtccag 
tggtcaggga 
agcaggagcg 
tgtcctttgc 
gaaacctggg 
aggaggagaa 
tgaaggacga 
cggtgcgggt 
tgcgcaagga 
aggacctcat 
gcaagagcgg 
ccaccatgga 
agaacaagca 
acaagtacac 
actcatttct 
atttaataaa 
ctttggttgc 
ttgctctgct 
aggaggcaca 
tttgattccc 
catgcctcag 
atgtgagtat 
tgttattatt 
atttgagggc 
agggggctag 
gcccagaagt 
D NO: 4 



actggtctgc 
aaagacactg 
aaactgctgt 
gcgagtaggg 
cagtggtgcg 
aggagggttg 
ctgcgcccac 
acagcaggtg 
ctgggcaggg 
gcaccgcccc 
atccacctcc 
gcccgcctcc 
agcccggggc 
tctccgctcg 
tatgcagctc 
cgttcgcatt 
tgtcaggttg 
gaaagccctg 
acctgccgcg 
gtacaagggc 
gcagcgggag 
gcaggtggac 
cacggtgggc 
gcgcgagcgg 
gcagcgggag 
actagacgac 
caagaacccc 
ccggctccga 
ggagatggag 
gcgcaagggc 
cttcctggag 
cctgccgcac 
gccgctcttc 
gaaggacgag 
catcttcccc 
catccgctaa 
aggccccatc 
gacagagggt 
ttggttggtc 
gagctgtatt 
ttttttacct 
gacacagcct 
tttggtcacc 
taagtgaatt 
atggttttgg 
aaaggtggac 
caaaggttgg 
taggaggaca 



cctgctcttg 
ctacacttta 
atagaagagg 
ttctattatc 
caggtaatgt 
gagagcaggg 
attgcttctg 
ggggcccgcc 
ccagaagcgc 
taccaggagc 
acttcctgtt 
ccgccagggg 
gagtgggcct 
acagggtgct 
cccaaattca 
tgcatttatt 
gtggttaccc 
tgaggaggcg 
tttttcctct 
accatgcgcg 
cagatggagg 
aagaggttct 
ctggtgaccc 
cagctggcca 
caggagcagc 
ctcgatgacc 
gacgtggaca 
gaggagctgc 
gtcaccttca 
aacacggtgc 
ctgcgctccg 
taccacacct 
agcttcgatg 
tcgcacgcgg 
gccagccgct 
cacccgcctg 
accagtcact 
tctcatgatt 
ttttctgagt 
gaaaccatga 
ggtggttatg 
cctccttgct 
tgtaaaagga 
aatatttgta 
ttaatttatt 
ctgcccatca 
ggagcagccc 
gtgagctaat 



gagagttaca 
actcagtgtc 
tcaaacaagc 
aaagaatggt 
tcacgagacg 
ccgtgttgca 
cgtgtttaca 
ctgcccacag 
ctcctccagg 
ccggagctct 
tccgcagccg 
gcgcaccgcc 
ctgctcgtgg 
tgggcaggta 
gcgctgcgct 
gaggtcaaat 
tagcaggtcg 
cagagctgag 
ttgctgcaga 
aggcaggccg 
tgctgaagca 
cggcgcatta 
tgaacgacat 
agcgccagca 
ggcgcgagcg 
aggccgacgc 
ccagcttcct 
gccaagagtg 
gctactggga 
agcagttcct 
ccggcgtgga 
tctacgactt 
tgcacgatga 
gcaaggtggt 
gggaggccta 
ccagagcgga 
tgatttcgtg 
cacattggtt 
attttagtgt 
ctgggcccac 
agcatggact 
gtgtagtttt 
aataacaaga 
aaacgcttag 
taaaggactg 
ctggtcccag 
ccctctagtg 
gcaagtagcc 



gtggaaactg 
ccatggttat 
tgagtgcagg 
tgtgttgggg 
ccacagcggg 
aggctctctg 
gctgggcacg 
cgtgaaaaca 
atcctccccg 
tcccagggcc 
ccctaccagg 
tccacttcct 
gtggttctcg 
agggtccgct 
caggcatggc 
aaaatgctgg 
gcccagcccc 
cattccccgc 
gcccatcggg 
tgccatgcac 
gcgcatcgcc 
cgacgccgtg 
gaaggcccgg 
cctggaggag 
caagcgtaag 
ggccgaggcc 
gccagaccgc 
ggaggcgcag 
cggctcgggc 
gaagaaggcg 
gcagctcatg 
catcatcgcc 
cgtgcgcctg 
gctgcgcagc 
tgaccccgag 
aaccgggggt 
accttgattt 
gtgctattgc 
tgccacctgg 
tgtcagacag 
tgggggccac 
gggtaagctt 
gcacttactt 
ctcttaataa 
caatgaccta 
gatcagcagt 
ggctttagct 
tgcag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2875 
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TOT 


<211> LENGTH: 1217 


























•3 0 0 
OZO 


<212> TYPE: 


DNA 




























T o n 

329 


<213> ORGANISM: 


Mouse 
























J J 1 


<220> FEATURE: 




























•3 T O 


<221> NAME/KEY: 


CDS 


























n 

333 


<222> LOCATION: 


(137) 


(1138) ^ 




















Q T 


<400> SEQUENCE: 


4 


























o n 

338 


attcgcaaaa 


gcaccagaag gaagagtctt ggctcataca 


tcaaaagctg 


::agaatctgt 


f A 

6.0 


340 


gaactgacat 


cagacccaga aggctaccag aaacagggac 


tgggcaggcc 


aaaaagcett 


T A A 
i2U 




gcgctgaact 


gcaggc 'atg gcg cag tac aaa ggc acc atg egg gaa get 


1 by 


343 










Met Ala Gin Tyr Lys Gly Thr Met Arg Glu Ala 




344 










1 








5 










10 






34 D 


ggc 


egg 


gcc 


atg 


cae 


ctg 


ate 


aag 


aag 


cgt 


gag 


aag 


cag 


aag 


gag 


cag 




347 


Gly 


Arg 


Ala 


Met 


His 


Leu 


lie 


Lys 


Lys 


Arg 


GiU 


Lys 


Gin 


Lys 


Giu 


bin 




34 8 








15 










A A 

20 


















o c o 


atg 


gag 


gtg 


Ctg 


aag 


cag 


egc 


ate 


gca 


gag 


gag 


ace 


ate 


atg 


aag 


tea 


o c: 
Zoo 


351 


Met 


Glu 


Val 


Leu 


Lys 


Gin 


Arg 


lie 


Ala 


Glu 


GiU 


Thr 


T T « 

lie 


Met 


Lys 


Ser 




352 






30 










35 










40 












aaa 


gtg 


gae 


aag 


aag 


ttc 


teg 


gca 


cae 


tac 


gac 


gee 


gtg 


gag 


gcc 


gag 


"3 1 "3 


355 


Lys 


Val 


Asp 


Lys 


Lys 


Pne 


Ser 


Ala 


His 


Tyr 


Asp 


Ala 


Val 


Glu 


Ala 


Glu 




356 




45 










50 










55 












o c o 

358 


ctg 


aag 


tee 


agt 


aeg 


gtg 


ggc 


ctg 


gtg 


acc 


ctg 


aat 


gac 


atg 


aag 


gee 


3d1 


o rr n 

359 


Leu 


Lys 


Ser 


Ser 


Thr 


Val 


Gly 


Leu 


Val 


Thr 


Leu 


Asn 


Asp 


Met 


Lys 


TV T — 

Ala 




360 


60 










65 










70 










75 




o c o 


aag 


cag 


gag 


gee 


ctg 


ctg 


agg 


gag 


egg 


gag 


atg 


cag 


ctg 


gcc 


aag 


agg 


4 u y 


363 


Lys 


Gin 


Glu 


Ala 


Leu 


Leu 


Arg 


Glu 


Arg 


Glu 


Met 


Gin 


Leu 


Ala 


Lys 


Arg 




364 










80 










85 










90 






3dd. 


gag 


cag 


ctg 


gag 


eaa 


egc 


egg 


ata 


cag 


ctg 


gag 


atg 


ctg 


egc 


gag 


aag 


>1 C "7 

4 5/ 


367 


Glu 


Gin 


Leu 


Glu 


Gin 


Arg 


Arg 


lie 


Gin 


Leu 


Glu 


Met 


Leu 


Arg 


Glu 


Lys 




368 








95 










100 










105 








OTA 
3 /U 


gag 


cga 


agg 


cga 


gag 


egc 


aag 


egc 


aag 


ate 


tee 


aac 


ctg 


tet 


ttc 


aeg 


c: n 


371 


Glu 


Arg 


Arg 


Arg 


Glu 


Arg 


Lys 


Arg 


Lys 


He 


Ser 


Asn 


Leu 


Ser 


Phe 


Thr 




372 






110 










115 










120 










374 


ttg 


gac 


gag 


gaa 


gaa 


ggt 


gac 


caa 


gag 


gae 


age 


egc 


caa 


gee 


gag 


agt 


ceo 


375 


Leu 


Asp 


Glu 


Glu 


Glu 


Gly 


Asp 


Gin 


Glu 


Asp 


Ser 


Arg 


Gin 


Ala 


Glu 


Ser 




376 




125 










130 










135 












378 


gcc 


gag 


gee 


cae 


agt 


get 


gga 


gcc 


aag 


aag 


aac 


ttg 


ggc 


aag 


aat 


cec 


^ A 1 

dUI 


379 


Ala 


Glu 


Ala 


His 


Ser 


Ala 


Gly 


Ala 


Lys 


Lys 


Asn 


Leu 


Gly 


Lys 


Asn 


Pro 




380 


140 










145 










150 










155 




o o o 

382 


gat 


gtg 


gac 


aeg 


age 


ttc 


ctg 


cec 


gac 


egc 


gag 


egc 


gag 


gag 


gag 


gag 


d4 y 


383 


Asp 


Val 


Asp 


Thr 


Ser 


Phe 


Leu 


Pro 


Asp 


Arg 


Glu 


Arg 


Glu 


Glu 


Glu 


Glu 




384 










160 










165 










170 






386 


aac 


egg 


ttg 


egc 


gag 


gaa 


ctg 


egg 


cag 


gag 


tgg 


gag 


gcg 


aag 


egc 


gag 


697 


387 


Asn 


Arg 


Leu 


Arg 


Glu 


Glu 


Leu 


Arg 


Gin 


Glu 


Trp 


Glu 


Ala 


Lys 


Arg 


Glu 




388 








175 










180 










185 








390 


aag 


gtg 


aag 


ggc 


gag 


gag 


gtg 


gag 


ate 


ace 


ttc 


age 


tac 


tgg 


gat 


ggc 


745 


391 


Lys 


Val 


Lys 


Gly 


Glu 


Glu 


Val 


Glu 


He 


Thr 


Phe 


Ser 


Tyr 


Trp 


Asp 


Gly 




392 






190 










195 










200 










394 


tec 


ggc 


cae 


egg 


egc 


aeg 


gtg 


egc 


atg 


age 


aag 


ggc 


age 


aeg 


gtg 


cag 


793 
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